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# 1. PPP2RAA f58ERE

Protein Group Score (%) -10IgP Coverage (%) #Peptides #Unique Avg. Mass Description
1 99.2 178.86 44 19 19 49653 Protein A
1 99.2 178.86 44 20 20 53652 Protein A
1 96.2 155.93 5 5 5 117390 Protein B
3 991 165.57 23 9 9 49824 Protein C
3 99.1 185.57 23 9 9 49870 Protein C
3 99.1 155.57 23 9 9 50141 Protein C
3 99.1 155.57 23 9 9 50185 Protein D
2 991 149.28 33 1 1 47767 Protein E
2 99.1 149.28 32 1 1 49671 Protein E
4 99.1 119.16 21 7 7 50152 Protein E
4 99.1 119.16 21 7 7 49895 Protein E
4 9941 119.16 18 7 7 57730 Protein E
1 98.4 113.13 10 6 6 88382 Protein F
1 98.4 88.74 14 4 4 34142 Protein G
1 98.4 88.74 13 4 4 36940 Protein G
1 98.4 88.74 13 4 4 38976 Protein G
6 98.5 79.37 10 4 4 53045 Protein H
6 98.5 79.37 9 4 4 56273 Protein H
6 98.5 79.37 9 4 4 58062 Protein H
6 98.5 79.37 9 4 4 57937 Protein H
6 98.5 79.37 1 4 4 49898 Protein H
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