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EHHMIAN T YAP (yes-associated protein) (ZH5&9% Z & Z R L7, YAP | Hippo #4580 F i CHUNHIN A-{ig
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U AL A SRR AR D,

[55] ABL 1BV AR5+ RUNX2 & YAP & Oft a2t L, RUNX2 ORRGIEMEA @, Bk
ZARES 2 FIREMEAVR STz, ZOMEANE ABL S —BIEMEKAA T o 72, £72 ABL 13 YAP, RUNX2 [ZH5& L.
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OFEEHIHE S, SEEIEE B TIRNWZ R B b 7o T,
4. ABLIXYAP 2ZE/T 5
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