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2) HEEE (C/T H>0.6 7> pN1/2 Btk : HEFTHIRE) : 26

2. RNA-Seq (¥ 717 A A RS

UIBRAEE AR H B0 H U CHs AT L TRWEEARD S RNA ZHhiH L, WERERIZS—F L AT7A4 77
U —{Erk (SMART-Seq v4 Ultra Low Input RNA) %717\, NovaSeq6000 (2L %> —47 > At #1T-7-,
= ARITTCR BN Y — RESE Y 7 7 LU RS ) ARSI v B 7 L, B s HAL KON EREY) B
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V=TT 21T o T,
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#* 1. BEEHRY RO

Fip EH{E (F56) 72.4 (SE 2.97) 65.2 (SE 2.11) 0.059
5 4 14

451 % 3 12 0.307
Never 10 12

BRIERE Current/Ex 2 14 0.04
Timi 8 0
Tla 4 0
Tib 0 8

cT Tic 0 3 <0.01
T2 0 13
T3 0 2
Tiis 2 0
T1mi %) 0
Tla 4 0

pT Tib 3 4 <0.01
Tlc il 5
T2 0 14
T3 0 3
NO 12 0

pN N1 0 15 <0.01
N2 0 11
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GO, Gene Ontology; A, Regulation of primary metabolic process; B, System development;
C, Regulation of gene expression; D, Regulation of cell cycle; extracellular matrix organization
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COL11A1 COL11A1
<1 TPM (n=10) =1 TPM (n=16)

Fin E¥E(FEFE)  62.3 (SE4.1) 67.0(SE2.3)  0.28

B 4 10
|

4 51 * 6 6 0.42
Never 5 7

BRI Current/Ex 5 9 L
N1 7 8

pN N2 3 8 0.43
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pStage HIA 4 10 0.42
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5. COL1IAI1Z2\T

COL11A1 % fibrillar collagen (il —/472) O—>TH Y, IREIE, T, TR, W, B/
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