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WZEH L THET L7z, FUS IZRZITHEILL TODH D, ZOMEEIX 2V E THTHT S Tnvyy, FUS %/
v 7 B0 U REAGRIEZ VT 3 IR R A FIL L Ki-67 DY EAEITo7c & 24, 2 hr—/LRf
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