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BHCTES: (PR OIREBGEIMEIMRD TRETHY . ZiUuT HVPA) THOIRMIZIREDN-T — % &
ROTHIBA LA 23 58 UHTRRIB IR OBHFE DN > TO DB B 5, Azl T2 A Vv —F ¢ o —Tid
EGFRZEFR ALK, ROSI. RETRWVE B T2 EOFA - MR- “driver-oncogene” Z VRIS & L 7ok
D TZNMEDE tyrosine kinase (TK) FHEFNARBAFIC L 0 IBRAGTITO S F U< Lic, o4 Tkt
Ry —7 % — (NGS) ZRHWERENALZ V=hL—r A (B CS) IZESWET LYY a AT
A IO OIS, EFEBRTR B REERE (NA 7y B R T A T) IR fERE T TK BHEHIO
BEZZIT 5 [1, 2] . 2004 FFELARTEAD A B IREEER) & 72 5 TK driver-oncogene N “C“E?Jof:ﬁ *ﬁ
FREERRIZ & 0 BITETIE 70% £ TEOMEIICED . FIZIE “driver-oncogene” DOFH A PEMLME D PG 7]
FEoTWND [3] . BHGHBIEL SRR RSB E TIEERE (=— A JAE_EWS/ FLI1 72 ) %49 35%

\ZE D, BIEE TICENSEEEIET2Y “driver- or passenger-oncogene” Tdh 5 LFFHIN->o Y, HEIZIE
AR & 722 TK @SB 7 & 13820 2R O A EHAERN & LITIRRITITRTEE > TR 67, HITid, I
FRRAB A B PG (1) 65%) 1B FRIFHEMERATH S [4] . BACSIZBITL A7y M T
A T IMZRBWT, FEFEREAIC NTRK &85+ 73 driver-oncogene & L CEIE &L, D TK FHEAIHHKER
WIEZ & OFED L, BEGTEREOA LS O WEEEE 72572 [5] . LoL, DA CSIZE D NTRK G &
BFOE v NERITK 0.6% &M TR | BHGEBIERIZHS W CEBOIGERDI VIR C & 286 21k
9 2~3%D TK fl&i&in+ (NTRK, ALK, ROS1, PDGFRA, FGFR%) \Z[R 54 driver-oncogene D% < 1%
FATHS [1, 2] . FITO TEFE, A CS OE DNA-seq 71D TK A8 s 1 REIZKT L CThied T
RWECTH L RMESNER ST 5 [6] .

AL TIE, T’axDT VY IFV—FT—X LMAD N T A7 U7 h— AT OTFIEZIEED | BIfEE TIfif
AN RENZ MG > T T BT RO B HEOTRIFIEN) & B0 525 TK flE 85 172 £ O 2R 2 5wcH
JEEEZ TRV THED , RIS R AR A B R TSR L COBIB T r 7 7 A U v 7 LB RS O
FHUBRIERFE & TraEIc ke,

BEBLURER

1. BEERE O
JIE R A8 R CHRIR S AV IR 2 BRE S TN 55 82 Bl B #GAIE W TR~ b & L TRT 24T 7=,
2. FENTFE
1) RNA-seq /3R/WVIZ X DfEHT
YRR~ MERERAIEE 82 ) (R FMHiR(A) @ RNA-seq /3%/ (TruSight Tumor 170) % T NGS 2 &
HRITUAI VT h—LLXvDTa 77 A) T EIToT,



2) NanoString IZ X 5 f#tT

YRRt MEHETPNE 82 ] (KIS FHA) @ NanoString Ik 5 F T 227 UV F h—AL~"LD T a7 7
AV T EATo T2, ATFEIT, BRI D B2 TK Efs 10 5-side & 3-side ® mRNA FHLIZ% LT
NanoString % VN CREFEIJICIBLA RS 2 RET 5 2 & T, M8 FISH RO FE L > Tnd 1) | 2) O
HEDEART ) —= 0 T EITOERIE 7 EHGTRAEONA 7Y v RN Z A7 VT h— AT & LT,
3. fRMTRR KRS

HRENESE 74 1, B IEE 8 BTkt U CRENT 24T - 72, MREUT AR INE 15 6, CRESRHEAIE 11 51, HEIHA
10 1], BRME6 fil7x E7elTho7- (1)
) TV RRTURT YT b— LRI

ABILFRATREF & L T OncoPrint MEHTIZIMTE] (B4 1) O & S ITEIR PO FEE S iz, FRCAREER L
TWAHREA B ICB LT, 82 filHh 27 Bl A& s 1- 278D, NTRK., ALK, FGFR. EGFR. PDGFRA,
PDGFB. MET. KDR. CDK47: X DX —E@EBE IR (FE .

1. BIKEIEL 82 MADHNRENA TV v B TR 7 U7 b — LT ORIER R

Case# Histrogical Subtype Tissue Orgin Fusion detection Case# Histrogical Subtype Tissue Orgin Fusion detection
# Leimyosarcoma Soft tissue ND #42 Periosteal osteosarcoma Bone ND
#2 Leimyosarcoma Soft tissue ND #43 Malignant peripheral nerve sheath tumor Soft tissue VWC2-EGFR
# Leimyosarcoma Soft tissue ND #44 Malignant peripheral nerve sheath tumor Soft tissue ND
#4 Leimyosarcoma Soft tissue ND #45 Malignant peripheral nerve sheath tumor Soft tissue ND
#5 Leimyosarcoma Soft tissue ND #46 Malignant peripheral nerve sheath tumor Soft tissue ND
# Leimyosarcoma Soft tissue ND #47 Alveolar soft part sarcoma Soft tissue ND
#7 Leimyosarcoma Soft tissue ND #48 Alveolar soft part sarcoma Soft tissue ND
# Leimyosarcoma Soft tissue ND #49 Alveolar soft part sarcoma Soft tissue ND
# Leimyosarcoma Bone EWSR1-RASL10A, FLI1-VAV2 #50 Alveolar soft part sarcoma Soft tissue ND
#10 Leimyosarcoma Bone STRN-NTRKS #51 Dermatofibrosarcoma protuberans Soft tissue COL1A1-PDGFB

KMT2C-EWSR1, NOTCH2-SEC238

#11 Pleomorphic leimyosarcoma Soft tissue ND #52 Dermatofibrosarcoma protuberans Soft tissue COL1A1-PDGFB
#12 Pleomorphic leimyosarcoma Soft tissue ND #53 Dermatofibrosarcoma protuberans Soft tissue COL1A1-PDGFB
#3 Pleomorphic leimyosarcoma Soft tissue ND #54 Synovial sarcoma Soft tissue SS18-SSX1
#4 Pleomorphic leimyosarcoma Soft tissue ND #55 Synovial sarcoma Soft tissue SS18-SSX1
#15 Pleomorphic leimyosarcoma Soft tissue ND #56 Synovial sarcoma Soft tissue ND
#16 Myxofibrosarcoma Soft tissue ND #57 Undifferentiated pleomorphic sarcoma Soft tissue ICK-KDR
#7 Myxofibrosarcoma Soft tissue ND #58 Undifferentiated pleomorphic sarcoma Soft tissue ND
#18 Myxofibrosarcoma Soft tissue ND #59 Undifferentiated pleomorphic sarcoma Soft tissue ND
#9 Myxofibrosarcoma Soft tissue ND #60 Myxoid sarcoma Soft tissue RAB3IP-PDGFRA
#20 Myxofibrosarcoma Soft tissue ND #61 High grade myxoid sarcoma Soft tissue NOTCH3-HFM1
#1 Myxofibrosarcoma Soft tissue ND #62 Low grade myxoid sarcoma Soft tissue ND
#22 High grade myxofibrosarcoma Soft tissue BRF2-FGFR1 #63 Epithelioid sarcoma Soft tissue ND
#23 High grade myxofibrosarcoma Soft tissue FOXP2-MET #64 Epithelioid sarcoma Bone ND
#24 High grade myxofibrosarcoma Soft tissue ND #65 Epithelioid hemangioendothelioma Soft tissue HFM1-ETV1
#25 High grade myxofibrosarcoma Soft tissue ND #66 Epithelioid hemangioendothelioma Soft tissue ND
#26 Low grade myxofibrosarcoma Soft tissue ND #67 Inflammatory myofibroblastic tumor Soft tissue CLTC-ALK
#27 Myxoid liposarcoma Soft tissue EWSR1-DDIT3 #68 Ewing sarcoma Soft tissue EWSR1-FLI1
#28 Myxoid liposarcoma Soft tissue EWSR1-DDIT3, AP1B1-ESR1 #69 Rhabdomyosarcoma Soft tissue PAX3-FOXO1
#29 Myxoid liposarcoma Soft tissue DLG2-FGFR2, FUS-DDIT3 #70 Angiosarcoma Soft tissue ND
#30 Myxoid liposarcoma Soft tissue FUS-DDIT3 #1 Extraskeletal myxoid chondrosarcoma Soft tissue ND
#31 Myxoid liposarcoma Soft tissue FUS-DDIT3 #72 Chondrosarcoma Bone ND
#32 Myxoid liposarcoma Soft tissue ND #713 Inimal Sarcoma Soft tissue ND
#33 Dedifferentiated liposarcoma Soft tissue TACC1-CDK4 #74 Malignant Triton Tumor Soft tissue ND
#34 Dedifferentiated liposarcoma Soft tissue ND #715 Superficial CD34 positive fibroblastic tumor Soft tissue ND
#35 Dedifferentiated liposarcoma Soft tissue ND #76 High grade spindle cell sarcoma Soft tissue ND
#36 Well differentiated liposarcoma Soft tissue COL27A1-ESR1 #17 Small round cell sarcoma Soft tissue HFM1-ETV1
#37 Osteosarcoma Bone ND #78 High grade sarcoma Soft tissue CEP29OMET, MLLT3/IFT74
#38 Osteosarcoma Bone ND #19 High grade sarcoma Soft tissue ND
#39 Osteosarcoma Bone ND #80 High grade sarcoma Soft tissue ND
#40 Extraskeletal osteosarcoma Soft tissue ND #1 High grade sarcoma Soft tissue ND
#41 Extraskeletal osteosarcoma Soft tissue ND #82 Low grade sarcoma Soft tissue LMNA-NTRK1

ND: not detected, NA: not analyzed.
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Soft Tissue or Bone

Tissue-specific fusion

P53 NEEENEEEEEN 12%

wowz 1 10%
coxe i o
A 1] 1 0 o%

EWSR1 [ | 1] 6%
PTEN Bl n mEN 6%
MLH1 o ]} ] 5%
T
NF1 alm I | 5%
EGFR I | I 4%
ESR1 | | 0 4%
MET i [ | 4%
PDGFRA I I 2%
FGFR1 l I 2%
RET [ ] I 2%
ETVI | 1 2%
FGF6 I I 2%
FLI | B | 2%
JAK2 I I 2%
MYCN I I 2%
PALB2 u 1 2%
PIK3CA e 2%
PMS2 u u 2%
RB1 L 2%

Genetlic Alteration Sex

M Missense F

B Insertion M

I Deletion Soft tissue or Bone

M sp!

FSsli((:;s"e Soft tissue
B CNV (Amplification) " Bone
W CNV (Deletion) Tissue-speclfic fusion
+

1. BIRERIELS 82 WA @i B s 121k 27~ L 72 OncoPrint
BRI 82 MRRDY A > — 2 = ¥ —fiffT, DNA-seq & RNA-seq BEDE
A FEMERE LTERT D,

2) RSB TFER @ERInT) LEIAOKE

1) CTRE SNz AR @aEs 1) ERBEOMGEE LT, NGS f##ric X 57 3%— - —F[FEE, RT-PCR,
FISH. FRMHUEEZ ., EOFRBIMER AT o 7o, BAEMITIL 24 BICRLEEBEE 7253890 B, [FFRIC 13 filic
NTRK. ALK. FGFR. EGFR. PDGFRA. PDGFB. MET. KDR, CDK4 72 £ DX —YlEEn 12780
770 FERIARA R A A B S TRE 58 BNlCR W TIE, 11 BliCAG s 7258, 9 Bl NTRK, FGFR, EGFR,
PDGFRA. MET. KDR, CDK4 72 ¥ DX —EGRE 20, ZDRERITK 15~20%Z kAT (M 2)
3) FEE T ERDOBERERT

iRk z AV, FHREG 72 plasmid vector G 7B AN DM AALBEDOHERZHED T2, AHEBEMHT TIE,
NTRKI1 @& BN EGFR MG BE TR AEREERGE 2 D 1 NTRKI & E{s &Y EGFR @&
BT TOAEREZMERR LTz,



4) FRERIZZME DT & FETRRRBTRORRE
3) THHEUEIS 25 plasmid vector AR FEAN 2 S 7olifatka FIvVy, BEROZRIMEORGEZ DT,
ABEREARAT Cld. NTRK1 Rl &GS AALREIER 2D . NTRKI (23 TEZ OFLEAITEH £ larotectinb
FR 7R ED R A MERR LTz,
PLEAFER 2 F 2 CTHEGHIEE 120 #] GEMAMAEGEE ES) (2% LT, NanoString f#frZHlr & L
T RREfRRT 2 D TN D,
A

Sex
Age snun_nli_ Nalululnnnunilnaiianlian__ B nl.n_n_REN.uuluann
Soft Tissue or Bone

EWSR1 . .

ESR1 n

ETV1 .

FLI | |

MET | | |

PDGFRA L ] |

CDK4 .

EGFR a

ETS1 | |

FGFR1 [ ]

KDR l

MILT3 | |

NOTCH2 | | G.enem: Alteration  Sex

NOTCH3 n Fusion ;

Soft tissue or Bone

INTRICE " Soft tissue
Bone

NTRK3 i}

B

Fusion detection
(Tissue-non specific fusion samples n=58 )

Case # Histrogical Subtype Tissue origin Fusion
#9 Leimyosarcoma Bone EWSR1-RASL10A, FLI1-VAV2
#10 Leimyosarcoma Bone STRN-NTRK3
#22 High grade myxofibrosarcoma Soft tissue BRF2-FGFR1
#23 High grade myxofibrosarcoma Soft tissue FOXP2-MET
#33 Dedifferentiated liposarcoma Soft tissue TACC1-CDK4
#36 Well differentiated liposarcoma Soft tissue COL27A1-ESR1
#43 Malignant peripheral nerve sheath tumor Soft tissue VWC2-EGFR
#28 Undifferentiated pleomorphic sarcoma Soft tissue ICK-KDR
#60 Myxoid sarcoma Soft tissue RAB3IP-PDGFRA
. Detected #78 High grade sarcoma Soft tissue CEP290/MET, MLLT3/IFT74.
#31 Low grade sarcoma Soft tissue LMNA-NTRK1

[ Not detected

2. 'HHERIEE 82 MIADEAEE TIRE &2 L7z XF
A) EIHRERNEE 82 MIAD[RIE R &85 1% OncoPrint THIR,
B) JEARRRE BRAE A IR 58 FlHh o % —B A s DRIESR,
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AHFFETIE, BEHEMEOBHERIER AT LT, AABHIEIZ IS\ - 28— b & DNA-seq FRESARIRD 7= D
NIV AZ VT h—BLNDNAT Y v KT AT YT h— NN 2 RN T — 2 5, B LRER Y
PREAIZSN OBEREMIAT Z2 8D 72, DNA-seq @ TK Bl &8s D2 IR HM & LT, BRA 72218 RIER &
ROMEBET DA b r L O—HIFFEFICRE W DORENH LV (NTRK3 ° NRG113>90 Kb) Z &%,
7 DRIV IR UECSINSBAFAET D=, NGS 20 U CRHlid 2 O eI L < . FRzBEMm ROST @t
AIEIG 11T 28%I2 Z O#EECS 2 ETe 2 LML TWD [6] , N7 Uy RET VAT VT b— AT ORE
BARTREREIZOWTL, D ROST A BB T OREX EFEO & 9 IZIEFITHS ER RO, Bx 3B L
TNA TV RET A7 )T b— LN CHEL ROSI @& 5 T (MANIAI-ROSI) [RIEICEKSI L, =0k
JEI RO TEWWZ ENFH S TWD [7] o AWML T, BEGEBIERIC TK fE 85 115 2% fREOHE L S
TWDA, BT v MITH 16% D TK @G s 7 2 B S I C s RIcmE 5 2 Ll Lz [1, 2, 7],



FET 5L L LT, AFRICEO CIIEEEAR R A 8B TR TK fagE rErmRlcgt (ALK,
RET. NTRK7;Y) Z & Tabh 5 inflammatory myofibroblastic tumor (IMT) (38 O3 (AR A B S
BIATHEE LTRVIT L TR Y, 20 IMT Z&Teadm— b & LT L7I23561E, EiCE= TK @éEs 1
DORIERERD [8] , o, BMEEEEICHT ATV v KT A7 )7 h— AT CIIi R c 2 H1H &7
LD NTRK GBS FFEICKI LTS [9] o REETEGAA OBIWEBIADBK & 5 IR
K LUTHAF ) Z2RUUCB DN TH BEMTAFRETH L Z L 2R L EHERICXx 5, HICHETHZ L L
T, Rty b 82 HlIZIBWTHE Sz TK @A EAR 1 2SHESR RR S B AR T 2 R 70 O IR AR L 1
RGBS T RECIAE ST e, AR R R AR A B 5 1% Hiih & L7 driver-oncogene O E K EL
OMEPPERFEL TND 2 EE2RIB LTS EE 2 D, ARFFETIEE| & & IR BAm & 85 7 BRI
FRAE L7t 22D T D,
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