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Identified protein Accession Number MW WT Mut
DHX9 DHX9 HUMAN 141 kDa 14 0
Carbamoyl-phosphate synthetase A0A024R454 HUMAN (+4) 165 kDa 6 0
Pyruvate carboxylase A0A024R5C5 HUMAN (+1) 130 kDa 6 0
Fatty acid synthase AOAOUIRQF0 HUMAN (+1) 273 kDa 4 0
Nucleolin AO0A024R4A0 HUMAN (+4) 77 kDa 4 0
Lon protease B3KXS5 HUMAN (+4) 103 kDa 4 0

DNA dependent protein kinase

catalytic subunit PRKDC HUMAN 469 kDa 4 0
ATP—citrate synthase A0A024R1T9 HUMAN (+3) 121 kDa 3 0
RNA cytidine acetyltransferase NAT10 HUMAN 116 kDa 3 0
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