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Gene sets enriched in shEV

Rank Name NES Pval  FDR g-val
1 HALLMARK_OXIDAITVE_PHOSPHORYLATION 247 0.000 0.000
2 HALLMARK_MTORC1_SIGNALING 2.04 0.000 0.000
3 HALLMARK_UNFOLDED_PROTIEN_RESPONSE 1.87 0.000 0.000
B HALLMARK_E2F_TARGETS 175 0.000 0.003
5 HALLMARK_DNA_REPAIR 174 0.000 0.003
6 HALLMARK_FATTY_ACID_METABOLISM 167 0.000 0.007
7 HALLMARK_ANDROGEN_RESPONSE 1.66 0.002 0.006
8 HALLMARK_G2M_CHECKPOINT 1.60 0.000 0.012
9 HALLMARK_ADIPOGENESIS 147 0.005 0.038
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HALLMARK_REACTIVE_OXIGEN_SPECIES_PATHWAY 1.47 0.034 0.036

11 HALLMARK_PEROXISOME 136 0043 0088
12 HALLMARK_PI3K_AKT_MTOR_SIGNALING 133 0050  0.109
13 HALLMARK_SPERMATOGENESIS 131 0056 0121
14 HALLMARK_BILE_ACID_METABOLISM 129 0064 0126
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