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[BE] AW TRIGEOMREEEES JOSECEITHIIM L T D, SeiOWFSE PRI A DU oIt -] L
KRIBEDFEE ZABET D Z LAVRRSIVTND, LA L, MO #EOZ A IMHEIC K DI D FFK Th L ix
FRHERE- A LA IRIBE DI ANE B G-T 2 0N IR CTh D, KIBRIT%ORME R R TERREIHED 15T, HEHD quality
of life DIX T, ANBEHIRER, THAR EBNET 5 2 L3 ST D,

[J58] KU R R HLS L OB OUIRREA 5 DNA ZHiH L, KIBHE & B2 Z L VRmIB ST D
Fusobacterium nucleatum, Escherichia coli, Bacteroides fragilis. Enterococcus faecalis, Bifidobacterium DTFFE:
% quantitative polymerase chain reaction 1% AV CHIE L7,

[RER] KRS R 236\ T Fusobacterium nucleatum 735 S HVIREGN B RYBREZ O TR AR & B L7

(P=0.031), KRIFEFFEHERHC Bifidobacterium genus (P = 0.009) M SIIEG CIIkeA NETERNH

BloEroi,
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