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Negative selection
Tetramer
Bait: WT TTR
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Target selection
Monomer

Bait: M-TTR, L12P M-TTR
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Next round E. coli phage phage
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Cloning & DNA Sequencing
Clone Frequency Frequency
M-TTR 28 6 23 L12P M-TTR No. (M-TTR) (L12P M-TTR)
36 clone 37 clone o1 s pry
P2 3/36 3/37
P1 P3 P3 2/37
P2
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