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Target ID UCSC REFGENE NAME
cg01756799 COASY
cg06695761 SGCE; PEG10
cg08727202 MPST; TST
cg09898695 SPINT1
cg13523072 COASY
cg13947830 MIB2
cg19205533 RERG
€g23779106 DUSP12
€g25152348 NCAPH2; LMF2
cg26812418 CPE
cg27173717 MFSD2A
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NC (n = 30) MCI (n = 28) AD (n = 30) All subjects (n = 88)
COASY methylation level vs CDR-SB - n.s. p=0.529, P=0.003 ** n.s
HSV-1 carrier - ns.” ns.” n.s
SPINT1 methylation level vs CDR-SB - p=-0414, P=0.029 * ns n.s
HSV-1 carrier - ns.* P=0022"*" P=0033"°
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*P<005 "™ P<00l,2n=27>n=28 cn=>55.
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