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MR O 4 23R JRFET 5 AAA (ATPases associated with diverse cellular activities) ATPase (&, FIZ¥ ~
NI EEEERORHER & VN E DO RICBWTHRAET 5 V. W Aspergillus oryzae \2BWT, LY F¥ 4 b—3
ARE Y V87 AoAbpl EMEAEH T 5K T-& LT AAA ATPase TH 5 AipA BNINF TRRFEAESINTWz2),
aipA B TRBIFE L LB EZ RS 2o, BREBHETIIETORTE LORALmTTOLY P A b—3
ANZEB)VHT A7)V TOBENRRL OGNS, 72 EGFP-AipA 13, =¥ ¥ A b= RBH Y 2R 7 BB 2 B %R
WA B R R NI DML Bl S b, SRS5DZ EhD, AipA BT Y FH A b= 22 A ICHIET 5 KT
THoHIEDRBEINT W, LA L, AipA OFEl 25 FREEEICOWTIERBHTH o 72720, FHIFETIE AipA B
X WG BEERE Schizosaccharomyces pombe \Z b HEAET 5 2 D DRRER A% AipA Vv a2 (SPAC32804. knkl)
DFEREIANT 4T o 720 ZORER. AipA B AAA ATPase BT A VY — A EBHE L, A PLASLBTIZBWTIZY K9
A+ =3 ZOHEEREICE D> TV B Z EARBREN DO THRET 5.

FEHLUHER

il

1. AipA MHEAEH K- OHE & SiSE T

AipA ORI 2 S HICHED L7202 F T, ApA EHEMEMT2HFOWEEZIT o7, AoAbpl Z XA M
AipA Z R L72FEMMIC, AipA 2RS4 FELTEEY =47y ¥ (YTH) A2V ==V 7 %7572, L
L. FEZ & THIELWIEMIAB SN e o7z 2T in silicoffHTiZ L 0. MBS 5 AipA T VY
a2, Saplp & Ytabp DMENEHKR T2z FORE, =0 N A b= AME Y V87 B TH 5D AoLasl?7 B &
Oy FHA b= ABHREERTH 24 VY — L ORENT AoPill L HEAMEM T2 WREMZ R L7z, FERSIC
YTH #2479 2 &12& D, AipA % AoPill EHIEAEHTAZ L 2SN Lz (Fig. Do S 51T, EMilRICBWT
AoPill-EGFP O RTE & figh L. MM EE 12 RAE L. £ L C mDsRed-AipA &L/HET 2 Z L 2R L7z (Fig 2).
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Fig. 1. AipA interacts with AoPill
YTH analysis revealed that AipA interacts with AoPill, but not with AoLasl17.
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Fig. 2. Co-localisation of AipA and AoPill

(A) AoPill localises at the plasma membrane of around hyphal tip, conidia and septa. (B) AipA and AoPill
co-localise near the hyphal tip region.

2. aipA TR O BT

SR W Aspergillus nidulans \Z 335 Aopill # vy 0 7 pilA WK TIZZ VT AT — VASGKBERTH 5
itraconazole 2k Z /R Z EBHHEINTWBE ), FZ T, apABBEKRTH 21T o728 2 A, HIEZMEEZRT
LRSI LT: (Fig. 3)o MBEOREA, Mo T I X5 0 — VA ER TdH 5 miconazole THIER S 7=,
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Fig. 3. aipA disruptant is sensitive to inhibitors of ergosterol biosynthesis
aipA disruptant exhibits the sensitivity to inhibitors of ergosterol biosynthesis, itraconazole and miconazole
(circled in red).

. ORERICBIT S AipA F VY B T ORE
AlpA OMEERKTFRBEEARO KRR O BEEMAEWICDIRAFEIN TV IEINZRET 4270, B
Schizosaccharomyces pombe # I\ 12N 24T o 720 D HEBRICL 2 oDOWEERM % ApA vy oy



(SPAC32804., knkl) AT HZ &R A L7z Z LT, SRR T— % X— 2 (http://www.pombase.org/) 12 &
D AipA F vy u ZoOMEMEREREZHARE A, A VY =2 L OEFRB E N7 (Fig. 4). 7B, SPAC328.04
% 378 % Acel (AAA ATPase required under stresses of calcium, cold and ergosterol biosynthesis inhibitor)
LT (AT o 4 THBI),
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Fig. 4. Predicted interactions with AipA-like AAA ATPases in S pombe

The information of both physical and genetic interactions among AipA-like AAA ATPases and eisosome-
related proteins was extracted from S pombe database (http://www.pombase.org/), in which Acel
interacts with Pil2 investigated by YTH analysis.

4. BREBRIIBITS AipA VY 8 7B 5T 0 ZBRERT

AipA F vy a 7 OREREFRNT O 72012, ENENOBAZF ML O EBIERZER L 720 acel Bi¥EMRIZ 15T, 03
M @ Ca fife FCHZERAFR T AR L7 (Fig.5)o L2 LESHT, b9 —2D AipA A Vv u s Th b knkl i3
FRCIREBAIZ R EF, Z2? AipA Vv a 7otz H - T A BT 7RIE S 7z,

X5\, apABEMRTRONEEHATHLI N TAT O — VESKHEAGFE T ICB T 2AFREEITo720 &
DEE. Acel & D ESEHDB PR E N5 Pil2 OBIZTHIER T OB ZAT o720 ORI, acel KU pil2 HimEvk
IZBWT, SRS TlE miconazole TIERBANUIL SN %o 72H DD, itraconazole W 2 K2 %R L
7z (Fig. 6)o
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Fig. 5. acel disruptant exhibits a severe growth defect under cold and calcium stresses

When grown on a plate containing 0.3 M CaCls at 15 C, acel disruptant exhibits a severe growth defect,
whereas knkl disruptant does not.
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Fig. 6. acel and pil2 single disruptants are sensitive to itraconaole, an ergosterol biosynthesis inhibitor
When grown on a plate containing 150 nM itraconazole, acel and pilZ single disruptants display a severe
growth defect, whereas knkl/ disruptant does not.
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AWFZEIZ L D, AipA B3 A VY — ABERE T AoPill EAHEAEH L, TV TATT—VITHTLHA ML AEAETIC
BOWTHRELTWL ZEIREINT, T4 VY —AIHFERICBE W TH D TR S N MR IBE 5 A TE T 5 i
HRERTHY, TV P A b=V R L OEITRIEI LTV A D, 411E. AipA. AoPill B XU AoAbpl ® 3%
MOLY FHA b= RZBITHBEHELZRL TS LEERD S, X512, FERBERIZEIT S AipA £ AAA
ATPase TH % Acel B XU Knkl ORI 21T o720 T3, WF L DA VY —AH# Y V7 B L OMEAEH
AREENT £ LT Acel IF AipA EFIEEIC, TATATFO—NVIZHT B A ML ADOMIZ, REIPDOH IV T AR
MU ZAAAE T CTHRET 5 2 LAVRIB SNz knk]l BEERRIIHIILO—mH A LIS (kink) &) RBB2 S, F#lo
WRIEEK L LTHESN DD, BARNZR5 RIS L TEXRZHL ML > TR wS), 51 Acel &
Knkl & OREREMEOECEH LI L T LEDRH S, Db, BEEMAEY T 2 HHE K 05 2B % v 72
BriZ& D, AipA ¥t AAA ATPase 23T A VY — A EBE L, A PLAFAFTIZBWTT Y FH A b= 2O
Wb o TWBEZ EDRRBEEINT,

HREMRE

ARSI, S BT B RRL TS O IR B0 BT, ABIRIC IR A %
L7z RGBT B LI L T £ 5
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