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Schizophrenia Control

Variables (N =158) (N =378) P values (z)

Age (years) 353+11.8 36.5+12.7 0.50 (-0.67)

Gender (male/female) 95/63 187/191 0.024 (5.08)
Education (years) 14.1+£2.5 15.0+2.3 0.001 (-3.42)
Estimated premorbid IQ 100.8 £10.5 107.6 £ 8.0 <0.001 (-6.98)

Handedness [rt. / other (It. or bil )] 149/9 356/22 0.96 (<0.01)

CPZeq. (mg/day) 560.6 £521.9 - -

Age at onset (years) 24.0£9.1 - -
Duration of illness (years) 11.3+9.3 - -
PANSS positive symptoms 18.9+6.0 - *
PANSS negative symptoms 199+6.4 - -

PANSS general psychopathology 42.2+11.6 - -
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b VB, BHERTO—MTH 5 eukaryotic translation initiation factor 4 gamma, 3 (EIF4G3) #{n T D A ~
b OIS B B rsd654899 (2B TR H Nz (P=75x109) (14 3).
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Related Gene CHR Probe ID EFFECT P value
HP1BP3 1p36.12 1554251 at 0.354 7.80E-06
CAPN14 2p23.1 1557321 a_at 0.342 6.30E-06
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