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1. 7% G789V 3 b A WAL O 45 A & T

1) EAEOHRI L R

7T r¥Y GO NuIEREFIREHREIN, SV MM OVEBizZUOMEEEEE TS Ty VT UFR) Y GE
FBL O J5LAS A UG 1340 (resi. 30-200) (2 His # Z &AM L, KR HWTY a vy MBS &9 BISE
TEHEE 70 NI 7 4 =2 OTREMEITHERL, b EBRICH V2.
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2) EAEOK L L s

Fidfba Ry b, #if A7) —= 7%y b2 HWTHEBEEGORE 217\ 2, BRALEITTO 2 D DR bst%
HHZ LKL
(#IT4=t) 0.05 M Calcium chloride dihydrate, 0.1 M BIS-TRIS (pH 6.5), 30% v/v PEG 550 MME
Cryocondition: +20% PEG200
(M&fb4eff) 0.01 M Magnesium chloride hecahydrate, 0.05 M TRIS hydrochloride (pH 7.5), 1.6 M Ammonium sulfate
Cryocondition: +25% PEG200
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Data collection
Space group P2y2;2 c121
Cell dimensions:

a,bc(A) 96.01, 102.54, 24.37 137.19, 67.55, 44.28

a,b,9(°) 90.00, 90.00, 90.00 90.00, 99.88, 90.00
Resolution (A) 50.0-1.62 (1.65-1.62) 50.0-1.83 (1.86-1.83)
R 8.1(36.0) 71 (78.7)
liol 31.9 (5.5) 28.7 (2.1)
Completeness (%) 99.9 (99.5) 98.3 (97.5)
Redundancy 6.7 (6.2) 4.0(3.8)
Refinement
Resolution (A) 50.0-1.62 50.0-1.83
No. reflections 29,921 32867
RuorklRiree 16.5/208 185221
No. atoms

protein 2,382 1,986

ligand 32 45

water 238 127

average B-factors

protein 134 371
ligand 232 623
water 227 372
R.m.s. deviations
Bond length (A) 0.024 0.022
R cots o0 Bond angles (*) 191 182
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7 ¥ % 1) ¥ G (palmitoylated), 7 > ¥V ¥ G (non-palmitoylated), 7 ¥ ¥V ¥ G (dimer, oxidized) ®#&5bHEE % H v
THFENFEE 2T o7 AT, lusDYIal—3ar2 100K EERFTS. ar¥a—yoilHEai
BT A2OMBULY I 2L —Ya vy EHWTEHEZT-72 (M4-6).
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4. MD ¥ X 2L —¥ 3 v (Palmitoylated vs Non-palmitoylated).
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6. ML O HEAERTRE.
7E) 7OV MBI AL OREBEFICED, 7 ¥ F ) ¥ G (palmitoylated) TI&, W& MR % 5%
DY —rPEHME Nz, £5) 7% Y ¥ G (non-palmitoylated) & 7 >~ F 1) ¥ G (dimer, oxidized) (A HAEH 3
HDREREOC— P ENT S ¥ L IE & A 2R ) KT

£ K

KEFZEIZE D, TUF Y Y GCHMBIRICREREET S22V 3 M VLD EELZRE ZIHD 2 AP 5512
o720 7YX Y GIEIOV I M OVBIBSAT % 2 TR WIREE T M FICHAAEL, WO Th /v I M ub%
ZATIRANFEE T E 2 AIRBICH 5 2 L ATRE S N7z, HESEMRAT A 5B 5 512 7% o 72 Ca2 R B L e IREE ITARAE L 72
IEHIEERE DS, EBEOMBLIZ BT A4+ Y F XY ANVDORIEIZED XD B2 0T 2R T 52 L35 HOMREE
HBHTHAI.
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