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GFP signals in various tissue
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organ GFP signal intensity GFP signal intensity
breast muscle strong no signal
skeletal muscle belly muscle strong no signal
leg muscle strong no signal
) ) heart strong weak
respriatory and circulatory organ :
lung weak no signal
nervous system brain weak no signal
liver weak no signal
pancreas strong weak
_ _ stmack weak no signal
digestive organ : : :
small intestine weak no signal
cecum weak no signal
large intestine weak no signal
kidney no signal no signal
Urinary and reproductive organ uterus no signal no signal
ovary strong strong
) thymus weak no signal
blood and immue system : :
spleen no signal no signal
fat no signal no signal
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